Abstract _ C23H22CUN4O6, triclinic, PI (no. 2), a = 8.9752(7) Ä, b = 10.3522(9) A, c = 12.017(1) A, a = 95.275(1)°, β = 94.078(2)°,γ = 93.317(2)°, V= 1106.6 A 3 , Z= 2, R$(F) = 0.041, wRieifF 2 ) = 0.108, T= 298 K.
refinement in the riding model approximation. The water Η atoms were located from difference Fourier maps and refined with restraints for Ο-Η distances at 0.85(1) A and with i/iso(H) = 0.05 A 2 . The structure has some disorder in the two amino groups which was treated as half occupancy for each amino group.
Discussion
The modification of 1,4-benzenedicarboxylates is valuable for the assembly of networks and the tuning of functional properties [1] . In this study, we chose 2-amino-1,4-benzenedicarboxylic acid (H2abdc) as a building block to obtain one-dimensional coordination polymer of the title compound. The crystal structure consists of a five-coordinated Cu(II) center in a square pyramidal C11N2O2+O chromophoric environment with the basal plane being formed by two nitrogen atoms of 1,10-phenanthroline and two oxygen atoms of two abdc 2-ligands. The coordination of copper ion is completed by one large apical Cu-O distance from the water molecule (figure, top). In our previous study of 1,4-benzenedicarboxylate complexes [2] , a similar complex was reported, [Cu(bdc)(phen)(H20)](H20)(DMF), in which the copper center adopts a perfect square pyramidal coordination. The bond lengths of Cu-O(carboxyl) and Cu-Ν are basically similar in both crystal structures, however, the bond length of Cu-O(aqua) is significantly longer in the tide complex. Each carboxyl group of the abdc 2-ligand is coordinated as a bis(monodentate) mode, therefore the structure is a one-dimensional chain (figure, bottom). The separation of Cu-Cu bridged by abdc 2-ligand is 11.107 A, which is slightly longer than that of the complex with the unsubstituted benzenedicarboxylato ligand. It is worth noting that there are four intermolecular hydrogen bonds among amino groups, coordination water and oxygen atoms of carboxylate anions. Hydrogen bonds between amino groups and uncoordinated carboxyl oxygen atoms provide the basis of the two-dimensional hydrogen-bonding architecture parallel to the a,b plane. Considering O-O-H and N-H -N bonds to the DMF molecule, a 3D network is formed. 
